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Prioritization system

* Compounds were evaluated based on a scoring system summing the contribution of peak shape,
retention time and peak intensity for each analytical standard.

First column screening was used to prioritize the columns for future optimization. Two new zwitterionic
columns were chosen: iHILIC-Fusion(P) in ESI(-) and iHILIC-Fusion in ESI(+).

The mechanisms of retention were explored

The analysis of polar metabolites in metabolomics studies is often
performed by hydrophilic interaction liquid chromatography (HILIC)
coupled to mass spectrometry. The development of new generations of
stationary phases, such as permanently charged zwitterionic columns,
increased the applicability of HILIC-MS based methods.
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