Assessment of drug-induced structural toxicity in human iPSC-
derived cardiomyocytes, an image-based approach to complement
traditional in vitro safety studies
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* High-magnification (40x) fluorescence image stacks
were acquired using an ImageXpress Micro Confocal
microscope. Features such as fluorescence intensity,
detected signal area and number of detected objects
per cell, were extracted via analysis of 2D image
projections using MetaXpress software v6.6
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Other cytotoxic effects were also revealed in sub-cellular organelles

double-strand breaks were detected as well as differences in sensitivity in the hiPSC-CM lines
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CONCLUSIONS

 Human iPSC-CM derived models are scalable and cost-effective tools for safety assessments

* We were able to optimize staining protocols for a selection of dyes targeting subcellular organelles and membranes, utilizing high content
imaging methods, which complement already standardized methods for safety assessment in vitro using hiPSC-CMs

 Using multiple hiPSC-CM lines, our results show the potential of high-throughput image-based structural analysis as a tool in gaining a deeper
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understanding of morphological changes as a mechanism for drug-induced cardiotoxicity



